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REMARKS 

The above Preliminary Amendment amends the specification to conform to and 
properly reference the sequences in the Sequence Listing. Applicants' representative further 
states that the Sequence Listing adds no new matter to the application. 

In view of the discovery by the Applicants of a typographical error in SEQ ID NO:3 
as originally submitted in Figure 13, and subsequenct amendment of SEQ ID NO:3 to 
correct this matter in the present Preliminary Amendment, Applicants submit herewith an 
original Sequence Listing which lists the corrected sequence of SEQ ID NO: 3. The 
typographical error has been corrected by the insertion of a V residue at position 24805. 
Thus, enclosed herewith in full compliance with 37 C.F.R. 1.821-1.825 is a Sequence 
Listing to be inserted into the specification. The Sequence Listing in no way introduces new 
matter into the specification. 

Also submitted herewith in full compliance with 37 C.F.R. 1.821-1.825 is a 
computer readable disk copy of the Sequence Listing. The disk copy of the Sequence 
Listing is identical to the paper copy, except that it lacks formatting. 

Prompt and favorable consideration on the merits are respectfully requested. 

Attached hereto is a mark-up version of the changes made to the specification and 
claims by the current amendment. The attached page is captioned " VERSION WITH 
MARKINGS TO SHOW CHANGES MADE." 
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VERSION WITH MARKINGS TO SHOW CHANGES MADE 



Page 3, the paragraph beginning at line 19 has been amended as follows: 

-According to a first aspect, the present invention consists in an isolated DNA 
molecule comprising a nucleic acid sequence encoding the genome of ovine adenovirus 
(OAV287) substantially as shown in Figure 1 (SEQ ID NO:l) or a functionally equivalent 
nucleic acid sequence. Preferably, the nucleic acid sequence encoding the genome of the 
adenovirus is substantially as shown in Figure 1 .-- 

Page 6, the fourth full paragraph beginning at line 26 has been amended as follows: 

-Figure 1 is the nucleic acid sequence of the OAV287 genome beginning at base 1 
of the left-hand ITR (SEP ID NO:l) ,-- 

Page 8, the first full paragraph beginning at line 5 has been amended as follows: 

-Figure 9 is a map of a plasmid pMT used for the assembly of gene expression 
cassettes. Fragments containing the OAV287 major late promoter and tripartite leader 
sequences are linked and precede a multiple cloning site (SEQ ID NO:2) for the insertion 
of genes of interest. A tandem polyadenylation signal (AATAA) follows.- 

Page 8, the paragraph beginning after line 27 as amended in the Preliminary 

Amendment of December 16, 1999, has been amended as follows: 

-Figure 13 is a modified nucleic acid sequence of the OAV287 genome 
beginning at base 1 of the left hand ITR (SEP ID NO:3V - 



WDC99 436039-1 .0501 79.0073 

5 



US 0946476709P1 




Creation date: 10-16-2003 

Indexing Officer: KBELAY - KIDIST BELAY 

Team: OIPEBackFilelndexing 

Dossier: 09464767 



Legal Date: 06-01-2001 



No. 


Doccode 


Number of pages 


1 


CRFL 


6 



Total number of pages: 6 
Remarks: 



Order of re-scan issued on 



